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The molecule of the title compound, [Cu 2 (C 11 H 16 N 4 ) 2 (SO 4 ) 2 ], sits on a center of symmetry. The Cu II atom has a distorted trigonal-bipyramidal coordination geometry comprising three O atoms of the two symmetry-related SO 4 2À anions and two N atoms from one bis(3,5-dimethylpyrazol-1-yl)methane ligand.
Related literature
For related literature, see: Arnold et al. (2001) ; Dhar et al. (2004) ; Endres et al. (1984) ; Hatzidimitriou et al. (2006) ; He & Han (2006) ; Springsteen et al. (2006) ; Tamasi & Cini (2003) ; Thompson et al. (1998) .
Experimental
Crystal data [Cu 2 (SO 4 ) 2 (C 11 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Di--sulfato-bis{[bis(3,5-dimethylpyrazol-1-yl)methane]copper(II)} Y. L. Wu, X. C. Wang and X. L. You Comment SO 4 2anion-bridged dimeric complexes of Cu(II) are reported extensively (Tamasi & Cini, 2003) . In most of these structures the SO 4 2anion acts as a bidentate bridge (Springsteen et al., 2006; He & Han, 2006; Arnold et al., 2001; Thompson et al., 1998; Endres et al., 1984) . However, there are only two known examples of the tridentate bridge form (Hatzidimitriou et al., 2006; Dhar et al., 2004) . The crystal structure of the title compound, [Cu(bdmpm)(SO 4 )] 2 (bdmpm = bis(1,1-bis(3,5dimethylpyrazol-1-yl)methane), shows a perfect centrosymmetric dimer, as two {Cu(bdmpm)} 2+ units are bridged by two sulfate anions in the complex (Fig. 1 ). The Cu···Cu distance is 3.769 (11) Å and the copper atom has a trigonal bipyramidal CuN 2 O 3 coordination geometry with the sulfate O(2) atom and the N(1) atom as axial ligand atoms.
The reaction of CuSO 4 .5H 2 O (25 mg, 0.1 mmol) with bdmpm (22 mg, 0.11 mmol) in MeOH (10 ml) was carried out at ambient temperature for 10 minutes, the mixture was filtered and the filtrate was then left for crystallization.
Refinement
All H atoms were positioned geometrically and refined using a riding model, with C-H = 0.93-0.97 Å and U iso (H) = 1.2 times U eq (C). Fig. 1 . The molecular structure with displacement ellipsoids drawn at the 50% probability level. Atoms labeled with the suffix A are related by the (-x, 1 -y, -z) symmetry operator. 1.367 (6) S1-O4-Cu1 i 114.00 (17) 
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